Chimmarrogale himalayica

NSC93-2621-B-029-003-
93 08 01 94 07 31

94 10 28



#F &

I -k & (Asiatic water shrew ) » Chimarrogale » £ - #¥ 2 -k 4 Eehd B
Pdfro o ARG L 6 B 83 F M e e ST A 2 RN
b4 g;{ﬁ’ﬂ;xp A5 e ﬂ\%ﬁﬁ REHABR TP REEF RS 2Rk rEh
Moo AT R A FRge ) R AR R EATRRAR Chimarrogale Bl & AR
PGB T ”h’/v\*r“* oo pb b TRAR S P OKRLEF AL B T XA 4T
LR8BIk SR TR R R AT B 3T 00 R B ] K2
AYre et E LR P A Z 4 B2 RELREA B2 B2 afi o pb 2 AR enT
39:% @ ped(Kimura’s two parameter)i£ 3] 10.7% - @ ~ ;‘Sf KR E ke R
DNA B 4| & S B AT 4 3 - BABGrEH > Lo HAML 829 L% o
ﬁi@’%ﬁﬁﬁﬁwﬁﬁp$ﬁﬁﬁﬂiﬁm@°

M A 0 T okE 2 sHl DNA 3230 % ~ % 4 % b AR A3 kit
&‘F" ’ ’}‘ b0 EE AL

Abstract

The species of genus Chimarrogale (Insectivora: Soricidae) are commonly called
Asiatic water shrews. They are adapted to semi-aquatic life. Six species are
recognized in this genus. Previous taxonomic studies are based on morphological
and cranial characters, but these characters are obscure and the sample sizes are
usually small. In present study, we used molecular marker to examine the
phylogenetic and taxonomic status of Chimarrogale. We also used mitochondrial
DNA marker to examine whether the phylogeographic relationship of water shrews
was concordant with the complex drainage systems of Taiwan.

The results showed that in both maximum likelihood and maximum parsimony
trees, of complete mitochondrial DNA cytochrome b gene sequences revealed that the
Chimarrogale of Taiwan, Japan, and Borneo were distinct species. The mean
genetic distance (Kimura’s two parameter) among these three species was greater than
10.7%. Both neighbor-joining and maximum parsimony methods identified two
populations among haplotypes of Taiwan populations. These haplotypes were
broadly sympatric in central and northern Taiwan, suggesting high levels of gene flow
between the two populations.

Keywords: Asiatic water shrew, Chimarrogale, mitochondrial DNA, control region,
d-loop, cytochrome b, phylogeography, molecular systematic, drainage
system, population divergence
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1 2 3
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w1 \
W2
W3
96/100 W4 C. himalayica
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